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\ 73. The vector according to claim 72, wherein said nucleotide sequence encoding 

afo immunoglobulin light chainwariable region is selected from the group consisting of VkI 

/(SEQ ID NO: 42), Vk2 (SEQ IDWO: 44), Vk3 (SEQ ID NO: 46), Vk4 (SEQ ID NO: 48), 
VA.1 (SEQ ID NO: 50), VX2 (SEq\> NO: 52), and VX3 (SEQ ID NO: 54). 

74. The vector according to claim 71, wherein said nucleotide sequence encoding 
a (polypeptide encodes an immunoglobulin heavy chain variable region comprising a 
modular sequence of four consensus framework regions interspaced by three complementary 
determining regions CDR1, CDR2, and CDR3, 

wherein said nucleotide sequence comprises DNA cleavage sites at the boundary 
between each consensus framework region and each complementary determining region, and 
wherein each of said cleavage sites is unique within said vector. 



75. The vector according to claim 74, wherein said nucleotide sequence encoding 
an immunoglobulin heavy chaift variable region is selected from the group consisting of 
VH1 A (SEQ ID NO: 56), VH1b\sEQ ID NO: 58), VH2 (SEQ ID NO: 60), VH3 (SEQ ID 
NO: 62), VH4 (SEQ ID NO: 64), V^5 (SEQ ID NO: 66), and VH6 (SEQ ID NO: 68). 

76. The vector according\o claim 71, wherein said nucleotide encoding a 
(polypeptide encodes an immunoglobulin cqpstant chain region selected from the group 
consisting of Ck (SEQ ID NO: 165), C&fSEQ ID NO: 169), and CHI (SEQ ID NO: 167). 



77. The vector according t 
a (polypeptide encodes a (poly)pepti 
immunoglobulin light chain variable re 
and an immunoglobulin constant chain region 




erein said nucleotide sequence encoding 
frojm the group consisting of an 

unoglobulin heavy chain variable region, 
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78. The vector according to claim 77, wherein said nucleotide sequence encoding 
a (polypeptide encodes an immunoglobulin light chain variable region comprising a modular 
sequence of four consensus framework regions interspaced by three complementary 
determining regions CDR1, CDR2\and CDR3, 

wherein said nucleotide sequence comprises DNA cleavage sites at the boundary 
between each consensus framework region and each complementary determining region, and 
wherein each of said cleavage sites is ijnique within said vector. 

79. The vector according to blaim 78, wherein said nucleotide sequence encoding 
an immunoglobulin light chain variabletregion is selected from the group consisting of VkI 
(SEQ ID NO: 42), Vk2 (SEQ ID NO: 44), Vk3 (SEQ ID NO: 46), Vk4 (SEQ ID NO: 48), 
VXl (SEQ ID NO: 50), VX2 (SEQ ID N^: 52), and VA3 (SEQ ID NO: 54). 

80. The vector according to^ldim 77, wherein said nucleotide sequence encoding 
a (polypeptide encodes an immunjafglobulm heavy chain variable region comprising a 
modular sequence of four consensus framework regions interspaced by three complementary 
determining regions CDR1, CETR2, and CDR3, 

wherein said nucleotide^equence comprises /DNA cleavage sites at the boundary 
between each consensus framework region &&i each complementary determining region, and 
wherein each of said cleavage sites l^umque A&knin said vector. 
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81. The vector according to claim 80\ wherein said nucleotide sequence encoding 
an immunoglobulin heavy chain variable region m selected from the group consisting of 
VH1 A (SEQ ID NO: 56), VH1B (SEQ ED NO: 5S&, VH2 (SEQ ID NO: 60), VH3 (SEQ ID 
NO: 62), VH4 (SEQ ID NO: 64), VH5 (SEQ ID n\): 66), and VH6 (SEQ ID NO: 68). 

82. The vector according to claim 77, wh&rein said nucleotide encodes 
polypeptide encodes an immunoglobulin constant chain region selected from the group 
consisting of Ck (SEQ ID NO: 165), CX (SEQ ID NO:YL69), and CHI (SEQ ID NO: 167). 

\ 83. The vector according to claim 66, wherein said vector is a phagemid vector.— 



